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Introduction

BeadView™ software was specifically developed to standardize, analyze, and summarize
MFI (Median Fluorescence Intensity) assay data measured by Luminex xXMAP® 100
bead array platform. The software is compatible with the standard “output.csv” file
generated by the Luminex 1.7 or IS 2.2 software. This file can be found in the “Batch”
folder collected for each plate measured on the system. To load the file in BeadView, go
to the File Menu, then Open, and choose “output.csv” in the appropriate Batch folder.

***Important Note*** When using BeadView with Luminex IS Software, set up the
Luminex IS template for raw data collection only. It is not necessary to set up the reagent
kit information. This will be entered in BeadView. See Appendix A for how to set up a
“Raw Data Collection Only” template in the Luminex IS software.

Once the Output file has been loaded, the analysis generally falls into these steps:

1) Label well “Types” as Background (SB), Standard (S1, S2, S3...), Control (C1,
C2, C3), or Unknown (?). The plate layout can be saved as a template for later
use.

2) Identify replicates samples under the Group column in the Samples View.

3) Enter kit information such as standard serial dilutions and dynamic range in the
Kit Setup View.

4) Calculate standard curves using “Best fit” in the Anlysis View

5) Generate replicate report in the Replicate View.

6) Graph results using integrated excel graphing macro.

The “Best Fit” curve fitting routine is a time saving feature that will automatically present
the best curve model (4PL, 5PL, 4PL log, 5PL log) for each different analyte.

BeadView does not support its own printing function. For optimal flexibility and
customization, we recommend that all graphs and reports be printed from excel or other
database software.

HASP Device
BeadView software operates in conjunction with a HASP key that was shipped with the
original disk packaging. BeadView will not open unless this HASP key has been placed

in the USB port of the computer. Additional HASP keys can be ordered from Upstate.
Contact a representative for ordering information.
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About this Guide

This user guide is broken down into three main sections:

1) Screen View Summary
2) Data Analysis Summary
3) Glossary of Functions

Section 1 provides you with an orientation of the software’s various interfaces and
functions. Section 2 provides a step by step guide that demonstrates how to perform a
basic plate and standard curve analysis. Section 3 is a glossary of functions that provides
brief definitions of the various commands and tools.

Technical Support

General Tech Support:
800 548 7853 or techserv@upstate.com

BeadView Support:
800 233 3991 x 7679 or x 6155
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Section 1 - Screen Overview

This section provides a brief summary of the different screen views in BeadView. The
icons for each view can be found along the left hand side of the window.

Information View

When a Luminex “output.csv” file is opened with the BeadView Program, the
information regarding the machine serial number, software version, and plate name will
be displayed on the Information screen. Comments can be logged in by selecting New
Comment.

0 10 plex demo.l=out - Upstate Plate Yiewer* =10] x|

File Edit wiew User Window Help

Mew Comment | Delete Comments |

= & & &
@ @ Information E Kit Setup | ®
Shartcuts Machine Serial Number Lx10001296003
Application Upstate Plate Yiewer(1.0.3]
@ Plate Mame Advanced
Information

Date Operatar |Action | Comments

Plate féyfsn?jid o] Snyderé Usger  IL-8 is higher than expected.

322142%03:4 D Snpder User | This iz a demo sample set

Analytes

Unsecured ”é Unlocked |E Ingged out ” |#

Screen 1
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Plate View

The Plate View displays Well and Analyte data in a 96-well format. When well is
selected, information regarding the well Name, Type (background =], standards or
unknown [2), Group, Total Beads, or Dilution Multiplier can be viewed or entered
(this information can also be entered and viewed from the Samples screen). If the name
of the sample well was entered into the Luminex software, this will automatically be
imported into Name field.

' 10 plex demo.lxout - Upstate Plate Yiewer*

File Edt Yiew Lser Window Hslp

. g‘*. =) i 8+ H M T % e 7 X ? 5B MNoReplicatss = 51 v ¢ C2 C3 C4 -
Views * 1| @ Information [[@) Kit Setup g F‘Ialal x
Sherteuts & wal
El © bnalte Tope =
1]_2[3[4]
Informatian 58 54 7 o g|Goup
: i Ts1 Total Beads
Dilution Ovenide
S1 55 7 2 7|Diltion Multiplier
Plate 51 55 Customer Drder

52 56
52 36 7
53 57
53 57

EEEREEEE

Fieplicates

" audt Tral” Log
Unsecured | Uniocked [ loaged out |

Screen 2

.4

When Analyte is selected, the user can choose to display the Raw MFI, %CV,
Normalized MFI, Result (pa/ml), or Bead Count for each analyte in the assay.

¥ 10 plex demo.lxout - Upstate Plate Yiewer®

=10lx]

Fle Edt Wiew User Window Help

. = . . Eg “E. ;1 i M T % e X P 5B HoReplicates v 51+ Ol G2 €3 G4 -
@ @ Information |E Fit Setup g5 Plate ‘ x
Shartcuts el
=] s =

& Analyte [r

] G E BRI ER
kT Resut B 14706
8 i 15200
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1835
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4005
1185
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Flate

Replicates
S fudit Tral/ Log
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16125
15497
16096

5 18376

17345
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To view information on different analytes, click the arrow for a pull down menu (Screen
4).

0 10 plex demo.lxout - Upstate Plate Yiewer -[3] =

File Edit Yiew User ‘Window Help

Wiews + @ Information g F'Iate| X
Sharteut:
:’°’ cuts el

* fnalyte IHaw MFI j L4 j

@] :
: 2] 3] 4 5IL1a
Information 3834 | 19198 14165  207355Lb

|4 IBTE5 4126 20277 [Iop
9543 4208 13246 151855|IL8
866 #4173 134135 15167 |BANTES =
390 15085 15277 | 17917 | 15657.5LLHRE,

4005 14761 15146 181275 16125 15389
1185 18269 1B0BS 20991 15457 | 1125
18297 16014 20960 16096 15966

Analytes

Samples
|

h

Kit Setup

Diagnostics

Ainalyziz

Feplicates

Audit Trail Lag

Unzecured ”é Unlocked |Elogged aut ”

Screen 4

Different plate setup configurations can be saved as templates.
Go to File >Export > Plate Information.
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Analytes View

The Analytes view displays the Raw MFI, %CV bead size, Normalized MFI, Result
(pa/ml), or Bead Count for all wells and all analytes on a single spreadsheet (Screen 5)
Any portion of the sheet can be copied and pasted into another database or spreadsheet
such as Excel®. In order to include the headings in the copied data, click the Show/Hide
grid Headers lcon (See below). Values referred to as <HIGH> or <LOW> in the Result
(pa/ml) are values that lie outside the calculable portion of the standard curve.

A 10 plex demo.lxout - Upstate Plate Yiewer 10l =|

File Edit Yiew LUser  ‘Window Help

MEEHS $BEA[H T § o X

M‘ @ Information IShnw;’Hide arid headers | X
Shortcuts I - j
El Sample | Wel [ Name | Type | GM-CSF | IFN-g [ IL10 [ IL4a | ILdb | IL4 [ ILE | ILB [ RANTES [ TNFa
Infarmatian pa/ml ‘ padml | pasml | pasml | pa/ml | pa/ml | pg/ml ‘ paml ‘ pa/ml | pagdmml
1 A1 - SB
2 E1 > SB
3 1 > 51 422 1163 617 7.86 683 533 843 683 865 7.48
4 D1 - 51 106 05 7.ER 4E7 722 827 B2 7O an E53
B3 ] E1 - 52 193 qlOwe 217 236 208 X5 241 203 181 195
; E F1 - 52 214 183 196 231 198 224 217 208 223 208
Analytes 7 G1 - 53 86.4 E23 E21 E22 £1.2 56 846 BBS E0.4 E1.8
£ 8 H1 > 53 £5.9 722 E29 546 55 24  BDS BG4 B3.7 E47
= 9 A2 > 54 203 184 177 172 183 173 171 186 173 188
Samples 10 B2 - 54 189 18 192 203 184 194 Mmoo 187 143 186
11 ce - 55 510 528 534 jx3) 544 860 BA0 636 EO01 560
G 12 Dz - 55 550 528 555 533 541 555 E03 538 526 503
13 E2 > 56 1730 1780 1630 1580 1810 1620 1780 1910 <HIGH> 1630
Kit Setup 14 F2 > 56 1700 1860 1840 1740 1630 1750 1950 1790 464 1930
= 15 G2 - 57 4730 4850 4800 BO20 BO70 4830 4340 4550 739 4840
16 H2 - 57 5210 4780 4860 4570 4580 G000 4880 4590 <HIGH> 4680
17 A3 | 101 ? 47 E ITE <lOw:r 464 306 552 | FE7  E3E0 2349 <LOW>
18 B3 | 101 ? 43 341 <lOw> B3F 2N 204 | 74T 5320 a0z <LOW>
13 C3 | 102 ? 208 <L <LOWwe  <LOW>  <LOW> 827 361 206 997 <L
20 D3 | 102 ? 184 <LOWw>  <LOWw>  <LOW> <LOw> 5491 a4 205 T <L
iyl E3 | 103 ? 387 LW <LOwe 228 236 169 783 2000 126 <L
2 F3 | 103 ? ik 271 alOw 13 2562 338 805 1980 126 <LOW>
23 G3 | 104 ? 4649 234 <lOw> 3789 559 366 815 2430 159 <LOW>
24 H3 | 104 ? 513 4059 <lOwe 215 457 23 732 2400 143 <L
il A4 |05 2 97 AR <l MW 4 415 5 5 AR 235 <| My =

Unsecured Hé Unlocked|g logged out ” |4

Screen 5
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Samples View

The Sample view allows the user to enter and display information such as Sample
Name, Well Type (background =], standards EF or unknown [2]), Group Name, and
Dilution Factor (The same information can be found in a plate orientation in the Plate
View). Guidance on how to define well Type can be found in the Data Analysis
Summary (Section 2).

Sample Name and Group identifiers can be copied and pasted directly into BeadView
from other database sources.

L=
File Edit  Miew LUser Window Help
=2 & +% T pr T % 4 7 5B MoReplicates ~ 51 ~ Q1 <2 C3 4 v
!MI @ Information |28 Plate | T3 Analptes |[g] Kit Setup Samples |
Sharteuts Sample |Well |Mame |T_I,J|:|e |I3roup |Dilution Override |Di|ution Fultiplier |EustomerDrder
141 - {58 SB - - -
@ 281 |- 5B SB
Infarmation HilEl . 51 51
401 |- 51 51
BT |- 52 82
G F1 |- 52 52
Flate HETE 583 53
gH |- 53 53
i 942 |- 54 54
Analytes 1o/82 |- 54 54
. 1|2 |- 55 5%
12|02 |- 55 55
13/ E2 |- 56 5B
14/ F2 |- 56 5B
i 15/ G2 |- 57 57
h 16/ HZ |- 5757 -
Kit Setup 17| a3 mom 7 101 -
18 B3 1o 7 101 -
13| C3 102 7 102 -
20103 102 7 102 -
2 E3 103 7 103 -
22 F3 103 ¢ 103 -
23 G3 104 7 104 -
24 H3 104 7 104 -
25| 44 108 7 108 -
25 B4 108 7 108 -
Eierlesies 27 C4 108 7 106 -
28 D4 108 7 106 -
29 E4 1aF ¢ 107 -
y AuditTraiI; Log
@ Unsecured ||é Unlocked|g logged out || |ﬁ

Screen 6
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Kit Setup View

All information regarding the reagent kit can be viewed/entered in the Kit Setup View,
including Kit Name, Lot #, Bead ID’s and recombinant standard serial dilutions. The

right side of the screen has two tabs, Analytes and Standards. All Kit Setup information
can be saved as a template. Go to File menu > Export > Kit Information.

The Standards tab allows the user to enter standard serial dilutions and define the “valid”
portion of the standard curve.

Further information on entering standard serial dilution concentrations can be found in
the Data Analysis Summary (Section 2).

¥ 10 plex demo.Ixout - Upstate Plate Yiewer®

File Edit Wew LUser ‘Window Help Kt

B+ T 3 5

Shortcuts

III 1:10 -

=[]

@ @ Irfomation |- Plate |55 Analytes E K\tSelupl Samples ‘

Analytes  Standards |

—Information
Yalue " Recommended . Minirmum Masimum Minimurmn | Maximum
@ Kit Name Eytoklne‘\UPlexl e Units | Eonula Limits | Copcentration | Concentration | MFI MFI 3 s2 |89 |88 |sB &b &
[t Lot Name 27564 GM-CSF - - - - - B3 207 62 186 557 71670 5000
Dilution facto IFM-g | po/ml - 63 207 62 186 557 1670 5000
IL10 | pofml - E53 207 62 196 5857 1670 5000
IL-1a | pofml - E53 207 62 196 557 1670 5000
Plate ILTb | podml - 63 207 62 186 557 1670 5000
IL-4 padml - - B9 207 B2 186 B&7 1670 &OOO
ILE  |pa/ml - E53 207 B2 186 5857 1670 5000
P L L8 |pafml - 69 207 62 186 557 1670 5000
— (Cemige: Lt RANTES | pofml - 63 207 62 186 557 1670 5000
: Ugps || Lot THFa | paml - a7 185 557 1670
Standards
Controls
Beads
DetAb
Blocker
Replicates
Aucit Trail,” Log |

Unzecured Hé Unlacked ‘g logged out ”

Screen 7
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Diagnostics View

A diagnostic routine has been integrated into BeadView. The diagnostics are optional
and should be run after standard curves have been generated in the Analysis View. Click
the Run tab on the right side of the screen to execute.

@ 10 plex demo.lxout - Upstate Plate Yiewer* =10l x|

File Edit Wiew Lser  window  Help

DS $EBEH» I e /X

M‘ @ Intormation ‘EEEEE Plate: |—f Analybes |E Kit Setup | Samples Diagnostics x
Shortcuts
Low Bead Count - absolute
Low Bead Count - relative
Hook effect
Information In.lema\ control ]
High RF1 CV - relative
Plate
Analytes Diaghostic | Lewvel | wiell | Analyte | Status | Details
Samples
re
h
Kit Setup
Diagnostics

Low Bead Count - absolute diagnostic started.
Low Bead Count - relative diagnostic started.
Hook effect diagmostic started.
Hook detected for "RANTEE" at 7E86.E5 MFI.
Internal control diagmostic started.
Error: No internal controls have been defined for this place.
High RP1 CV - relative diagnostic started.

Finished

A Audit Tra\l; Log
Unsecured Hé Unlocked ‘g logged out H

Screen 8
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Analysis View

AFTER well types and standards have been defined, the Analysis View calculates the
optimal solution for the standard curves that will generate the Result (pg/ml). If a Kit
Equation is not defined, the software will present the “Best Fit” solution. To manually
choose the equation employed by the analysis, click on the Equation command.

To automatically calculate the curve for all analytes, click on Calculate All Analytes - [],
To calculate one curve at a time, click on “+”.

The Analysis View also allows the user to perform various functions on the curve itself.
See Glossary of Functions for more information.

Curve images can be exported by a right click on the graph and then choose Export
Dialog.

! 10 plex demo.l=out - Upstate Plate ¥iewer* - | [m] ﬂ
Edit  Wiew LUser ‘Window Help  Analysis
=" & B+« T & @ + +  Equation: Kit Equation TE‘T_".L_C‘ SO -1/ - AL '|\/ b4
[Views & ] i Infomation | Plate |75 Analtes |[ Caloulate All Analytes bples |FA] Dizgnastics Analysis | X
Shortcuts Analyte [ R~z [ Equation | Kiteq | GM_CSF
= GM-CSF 039760 5PL [Log) SR =
IFh-g 099873 5PL[Log] SPL (Log): R"2 =0.99760
! L0 09330 4L (Log) e
Information IL1a 099335  BFL [Log) Active Inactive Curve fit
IL-1b 093362 5PL(Log)
IL4 093561 PL(Log)
ILE 099750 EPL [Log)
Plate L8 09993  SPL(Log)
- RANTES 099897 SPL
TMF-a 093967  5PL[Log)
Analytes
108
Samples
rs
h
Kit Setup
_ T
=
Diagnastics
Analysis 102
Replicates
*
*
10 102 108
Concentration (pa/ml)
< pudtTrai,’ Log |
Unsecured | () Unlocked| s loaged out [[i0.929, 1425) | 4
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Replicates View

The Replicates view provides statistical information on replicate samples in the 96 well
plate. There are four functions associated with the Replicates View. All data can be
copied and pasted into other programs in a similar fashion as described in the Analytes

View.

1) Generate Report — Generates a replicate report based on the Group identifier
found in the Samples View. Samples with the same Group name are treated as
replicates. If no Group identifiers have been inserted, then a report will not be

generated.

2) “+" Show/Hide Details — Defines the option to show the individual replicate values

in addition to the statistical values.

3) Fields — Defines what fields to show (MFI, pg/ml, %CV, Standard Deviation,

Count, and Scale).

4) Graph — Exports the data to Excel® and executes a customized graphing wizard.

TR
File Edit Wiew User ‘Window Help Replicates
LM E # «% TPy T % 4o Generate Report  + mT
M‘ @ Irformation 7 Replicates Fields...l x
Sharteuts GM-CSF IFN-g IL10 L&
¥ IFN-g Group name | Wwels | MFI [ %CV [pa/ml] MFL [ %0V [ po/ml [ ML [ %C¢ | pa/ml [ WA [ 20v ] po/ml
@ b IL-10 101 &3E3| 1030 1 483 525 4 358  Z1.0 34 <LOw> 189518 2 5800
Infarmaticn S:HE 102 C3D3| 580 5 196 285 7 <LOW> 185 38 <LOw> 41935 0 208
O IL4 103 E3F3| &8 5 376 408 16 188 210 13 <LOw> 182115 1 1880
CIL6 104 G3H3| 1043 4 432  B00 20 323 208 43 <LOw> 160415 0 2420
™ 18 105 44B4| B33 1 32 470 B 291 180 94 <LOw> 141460 0 186D
Plate [ R&MNTES 108 C4D4| 853 15 3EE 480 3 304 165 21 <LOw> 133238 1 1320
- - [ THF-a 107 EAF4| 1083 & 5.8 525 28 358 195 76 <LOwW> 180223 1 4200
108 G4H4| 1305 2 EF 565 15 403 200 28 <LOw> 209755 0 15000
Analytes 109 AEBS| 1253 14 634 433 B 32 160 19 <LOw> 205063 2 11500
110 C5D5| &30 7 351 498 2 326 235 39 <LOw> 151763 0 1960
111 EEFS | 275 9 381 433 29 239 218 21 <LOw> 158913 2 2330
112 GEHS| 1015 13 473 433 6 233 145 83 <LOw> 157965 3 2270
Sl 113 AEBE| 1000 3 463 510 & 3471 148 B0 <LOw> 149530 2 1870
re 114 CEDE| 1820 5 102 435 34 242 185 11 <LOW> 181805 2 4390
h 115 EGFE| 1088 4 522 5.3 31 344 230 25 <LOw> 158240 1 2290
Kit Setup 11E GEHE| 1230 2 729 568 18 406 170 50 <LOWw> 153355 1 2390
51 ClD1| 3\5 26 728 30 4 13& =200 9 693 1520 1 632
52 E1F1| 533 4 204 380 7 138 190 7 207 393 2 205
Diagnostics 53 GIH1| 1220 8 &1 855 9 ER7 E915 1 G625 12868 9 E27
54 A2B2| 2105 4 196 Ze00 1 182 22870 B 185 3835 0 186
55 C2D2| 7435 5 530 10170 0 B2& G168 2 G544 8ESFE 0 B37
6 EZF2 | 20135 1 1710 44116 3 1820 134650 3 1770 143080 1 1850
Analysis 57 GZHZ| 39618 2 4960 116180 1 4800 217560 0 4830 182830 0 4570
Check | Uncheck B B1B1| 338 12 834 133 3 <LOw> 70 5 <LOws IWE 2 <LOws
= Al | Al |
7 bt Trail” Leg |
Unsecured ”% Unlocked|g logged out ” |¢

Replicates View
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Section 2 — Analysis Summary

This section provides a step by step protocol on performing a standard curve analysis for
conversion of MFI value to Results (pg/ml).

A plate can be laid out in any format. For this guide, examples are written under the
assumption that plates will be laid out in the following format

W 10 plex demo.lxout - Upstate BeadView* 1ol x|

File Edit Wiew User ‘Window Help

NEES § BE 3 T 2 e 7 58 norepicates []s1 a1 2 @3 ca- /X

M‘ P Information |j Feplicates | Samples F'Iate| Mo Replicates X
Shortcuts
Lo
= Analute INE"""E j

Infarmation

Plate:

&
B
C
[B]
E
F
G
H

Apnalytes

S Audit Tlail; Log

| Ungecured ||é Unlocked|ﬁ logged out || |4

1) For each plate analysis, open the associated “output.csv” file found in the batch
folder generated by the Luminex software

2) Go to the Samples View

o Enter sample names under the Name column (Sample names can be pasted
in from another source). Sample Names are for identification purposes
only. They are not necessary for standard curve analysis. If sample well
names are entered into the Luminex software, they should automatically
carry over into BeadView. Alternatively, they can be copied and pasted
from another source.

o Enter sample types into the Type column. Highlight the appropriate wells
and then click on the related Type icon (background [=], standards or
unknown [2]). If standards are run in duplicate or triplicate, define
prior to clicking on . The standards will be placed in
numerical format depending upon how many wells are highlighted and the
replicate definition. S1 is always considered to be the lowest dilution. If
the plate wells are organized from high to low dilution, highlight all the
standard wells and click on the “Swap Cells Vertically” icon to change the
standards from ascending order to descending order.

o Enter duplicate sample names into the Group column. Replicates are
recognized as all wells which have the identical Group name.

0 Optional: Save as Plate Template (see Glossary of Functions).
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_iBix
File Edit Wew User indow Help
NS & $Em v T £ e 2[5 oulicates - 51 -1 @2 3 4~
M‘ @ Irformation | 7] Replicates 5 ample >3mele background X
Shartcuts | Sample | el |Mame |T_l,l|:|e |Gr0up |Diluti|:|n Override |Di|uti0n tdultiplier |Eust0metDlder -
1041 - i 5B SB - - -
@] 2le1 |- SE SB
- Ict |- 51 g1
Information
401 |- a1 51
5lE1 |- 52 52
B F1 - 52 52
76T |- 53 53
A g/H1 |- 53 53
J=EEE qla2 |- 54 54
Bnalptes mez |- S4 54
- ncze |- 55 55
12/02 |- 55 55 |-
13/E2 |- 56 56
Samples 142 |- 56 SE
F* 15|62 |- 57 57
b 16/HZ |- Sy 57 -
Kit Setup 17| &3 1nm 7 1m -
18|B3 1nm 7 1m -
x| 18)c3 | 1022 102 -
Diagnostics 20|03 102 7 102 -
21\E3 103 7 103 -
22| F3 103 7 103 -
23| G3 104 7 104 - - -
Analysis 24|H3 104 7 104 - - - -
=1 4] | »
Audit Trail Log
|@ Unzecured ”% Unlucked|ﬁ loaged out || |£

Sample View
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3) Go to Kit Setup View
There are two tabs in the Kit Setup view: Analytes and Standards.

0 _Analytes displays the analytes and bead # ID’s that were entered into the
Luminex program.

o0 Define Standard Dilutions:

0 What about the message screen that pops up asking if they want to enter
standard information????

= Under the Standards tab, enter the starting concentrations for each
analyte under the column furthest to the right or the highest
standard number.

= Define the dilution value by clicking the down arrow on the
dilution command W 3F,

= Highlight the relevant analyte rows and click on the dilution
command w3}, All of the standard cells will be filled in
automatically with the correct dilution value.

= Double check that all of your standard dilution concentration
values have been entered correctly.

0 Choose “Best Fit” for all analytes under the Recommended Formula
column (You will have the option to manually choose the curve fit in the
Analysis View.

o Dynamic range can be defined in relative or absolute terms with respect to
Concentration or MFI. If no range is defined, the default parameters will
be used.

o Confirm that the correct units are defined.

0 The kit setup can be saved as a template: File menu > Export > Kit
Information.

@ 10 plex demo.lxout - Upstate Plate Viewer®

Eile Edit ¥ew User Window Help ki

O
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4) Go to the Analysis View

o] Click on [#]to calculate standard curves for all analytes.

o] Chart on the left will indicate the “Best Fit” equation used for each analyte,
and graph on the right will display the standard curve.

o] Calculated concentration values for each well can now be found under
Result in the Plate View and Analyte View.

'_. 10 plex demo.lxout - Upstate Plate Yiewer*
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IFN-g 099873 5FL(Logl  BestFit SPL (Log): R"2 =0.55750
: IL10 099960 4PL[Logl  BestFit — [@]
Information IL-1a 093895 GPL(Log)  BestFit Curve fit Active Inactive Unknowns
IL-1b 099382 5PL[Log] BestFit
IL-4 0.938617 SPL[Log]  BestFit
& 0.95750
Flate L& 099369 SPL[Log] BestFit 104
— RANTES 093897 SPL Best Fit
THF-a 099351 GPL(Logl BestFit
Lnalptes
Samples
re 102
b
Kit Setup
- [
=
Diaghostics
102
Analysis
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Glossary of Functions — Section 3

Change the Axis of the Graph.
Options for the axis are Log (y)/Log (x), Liner (y)/Log (x), Log (y)/Linear (x), and Linear
(y)/Linear (x).

e From Analysis Screen, click on [ (Axis)

e Select axis type
Please note: The axis will be changed in the graphs for all of the analytes

Change the Equation.

This can be done for each individual analyte. The equation used to calculate a standard
curve can be different for each analyte.

From Analysis screen, click on desired analyte

Select new equation, in this case 4PL

Click on [] (Calculate selected analyte)

New curve will appear

Copy/Paste into New Program.
The data can be copied from BeadView and pasted into a different program. This can be
performed from Plate screen or Analyte screen.

e Click on [E (Hide grid headers)

e The chart titles will turn light blue

e Select the cells you wish to copy, click on 22l (Copy)

e Paste into new program

Dilution Factors for Standards.
Under Kit Setup screen, available dilutions for the standard curve are:

(142 Log) 1:3.162
(213 Log) 1:4.21
(314 Log) 1:5.624

1:3.377

1:10
15

12

Duplicates :

This function enables sample types to automatically be entered in duplicates. Other
options are no replicates or triplicates. This function is available under the Plate screen
or the Samples screen.
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Export Standard Curve
From Analysis screen, select the graph you would like to export.
e Hover the mouse over the graph

e Right click

e Select Export Dialog

e Under Export, select JPG

e Under Export Destination, select File

e Click on Browse

e Select file that the graph will be exported to

e Click on Export

Inactivate a Point on one of the Curves.
A point can be individually inactivated for one particular analyte, and is not applied to the
same point for all of the analytes.
e From Analysis screen, select the analyte for which you would like to delete a
point
e Click on X (Reject Standard)
e Click on the point you wish to inactivate
0 Curve will disappear
o X will appear over the inactivated point

a.csy - Upstale Plate Yiewer®

Be ER e Wide b Brsbsis
DSEHAEBBEHNT § o + £ e [Elelnll SE-BK-A- 7 X
Mol g s |0 9 i = D Anais x
BT L | R~z | Equson | KiEg | RANTES
GMLSF 09760 SPLLegl  BestFr $PL(Log) RS = 060867
[@) Py DTG SPLllegl DeuFr (&) 5]
IL-10 099M5  SPLLogl  DeatFr Curve Active Trustive
Indoematon IL1a 0915 SPLogl  BestFr 10
Lk 09930 SPLILogl BestFi . ]
L4 099515 ¥l Beat Fit
L& DS P (Lo Rt Fit
Flain L& O9RS  SPL[Log) HestFi
RANTES DSEET  SPL[Leg]  BeFi ]
THFa D9Y%ED  SPL[Log)  HextFr
Ansdn: o
Samples H ]
Fit Sebpy o
-
:
Dragrmnts -
0@ i
Ay v 10 10
Corvmrdralion (pginl)
Audt Trad Lo
Gl Unsecued B Uriocked Biooged ot 15210, 5541 5)

e Click on [+l (Calculate selected analyte)
e The curve will be recalculated
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No Replicates [toreslcst=s [,
This function enables sample types to automatically be entered in singlicate. Other
options are duplicate or triplicates. This function is available under the Plate screen or

the Samples screen.

Reactivate a Point on One of the Curves.
A point can be individually reactivated for one particular analyte, and is not applied to the
same point for all of the analytes.

e From Analysis screen, click on the check £ (Accept Standard)

e Click on the previously inactivated point

0 The X will disappear
e Click onl#] (Calculate selected analyte)
e The curve will be recalculated

Replicate Cells Downward [Z].

This function is similar to a copy function, where a value in one cell will be replicated in
all cells below it that are highlighted. The following is an example of this function used
to replicate the 5000 pg/ml value for S7 among the analytes.

ata.csy - Upstate Plate Viewer®
Be g g Wi tep 12
DS ES L aE (I E e Wi
Mewe 20|

[—— > i | M. Madwsn | o oo |3 eq |58 66 |6

m — | s i s HRT™ [ §1 52|53 54|58 56 |57 |
[ o 0] s

i)

e
Anshies ' | S | o it it
THF-s | po'ml _Dest M

Replicate Cells Right [**].

This function is similar to a copy function, where a value in one cell will be replicated in
all cells to the right of it that are highlighted. The following is an example of this
function used to replicate the sample types for the serial dilution.

™ 10 plex demo raw data 2.Ixout - Upstate Plate Viewer* |:||E|E|
File Edit  Wiew Window Help  Plate
NEES 4 BE ij@; $ 4/ X 7 5B MNoReplcates - 51 v C1 €2 C3 4 v
@ Repl\c‘.;lzz-a Cells R\ghtl i_' |E | | X
Shortcuts # wel

-

E " Analte Type
2|3/ 4/85 67/ 8/89/10/ 1112
Infarmation g N

Analytes

Audit Trail Log
Unsecured % Unlocked a lngged out
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Setting Standard Duplicates in Parallel Columns.
Data analysis can be performed with plates set up in different formats. For this example,
the standards are plated in the following format:

background background

Standard 1 Standard 1

Standard 2 Standard 2

Standard 3 Standard 3

Standard 4 Standard 4

Standard 5 Standard 5

Standard 6 Standard 6

Standard 7 Standard 7

e Open Output file, go to Plate screen

e Select No Replicates, enter Background and S1-7

e Highlight first two columns, click on Replicate Cells Right [**]
e Column will be replicated

& q1p plex demo raw data.csv - Upstate Plate Viewer®

File Edit Wiew Window Help  Plate
DNEHS BB H I o /X7 B
Views (963 g i Plate |

Shartouts

" Anaite Name =

2
Information 3 o |

Flate

3 4|65/ 6|7 8/9/10|11 12

Analytes

Swap Cells Horizontally [].
This function allows the order of highlighted rows to be reversed.

Swap Cells Vertically [2].
This function allows the order of highlighted columns to be reversed.

Templates.
There are two types of templates that can be used: 1) a Plate Template that will contain

information regarding the location and number of replicates for the standards and
unknown samples (sample names and dilution factors are optional for this template); 2) a
Kit Template that will contain the analyte names, bead 1Ds, background subtraction,
recommended formula and serial dilutions for the standard curve.
e Make Plate Template
0 Open Output File
o In Sample view, fill in sample type
Optional: fill in sample name and dilution multiplier
o Click on File, Export, Plate Information
o0 Select Sample Types
Optional: If sample names and dilution factors were entered, select Sample Names and
Dilution Factors as well

o0 Click OK
0 Name the template, save
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e Make Kit Template
o In Kit Setup view, fill in Background Subtraction (under Analytes tab),
Recommended Formula (under Standards tab) and serial dilutions (under
Standards tab)
o Click on File, Export, Kit Information
o Name kit template, save
e Apply Plate and Kit Templates
o0 Open output file in BeadView program
o Click on File, Import, Plate Information
= Select plate template, Open
= Plate template will be applied to the data
o Click on File, Import, Kit Information
= Select kit template
= Kit information, including Background Subtraction,
Recommended Formula and serial dilutions for the standard curve
will be applied.

This function enables sample types to automatically be entered in triplicate. Other

options are no replicates or duplicate. This function is available under the Plate screen or
the Samples screen.

Visualize the Location of the Unknown Samples on the Curve.

This can be used to display the well number, MFI and name of a data point.
e From Analysis screen, click on
e Unknown will appear as boxes on the curve
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¢ To find information regarding a sample, hover over the sample
e Well number, MFI and name will appear on the bottom bar

a.csy - Upstate Plate Viewer®
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Zoom.
To zoom, follow the instructions below:

Zoom Help

To Zoom:
1. Press and hold the Shift key,

2. Press the left: mouse button and drag the cursor ko select the new extents.
3. Release the mause bukkon,

To Undo the Zoom:

Press the Z key.

To undo zoom, right click and select Undo Zoom
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Appendix A

Creating a “Data Collection Only” Template in Luminex IS 2.2/2.3

1) Go to the Create Template command in the template wizard. Choose “Data Collection
Only” in the template type and then follow setup as normal.

Template Setup Wizard

Template Setup

indicates a required field

Please enter the template specific information below and click Next when finished. Note: ™

Developing Cornparny: IUpsTate

Created By IS oS

Template Name: |3 Plew

Template Type
 Quantitative

Description: {<none>

“ersion Mot |<none=

= | o Qualitative
=l | # Data Collection Qnly

 Maintenance

Sample Vol (ul): fo (20 t0200) -

Sample Timeout (sec): Iao (1 to 200) :

X1 Heater Temp. (°C): |35 (35 to 60)

‘ ﬁaok‘ } [ext ‘ \/ Save ‘X Close ‘ @ Help ‘@ Erimt .30 Export

Doublet Discriminator Gate
(010 32767)

Low Limit: [g000 "
High Limit: |13500 "

Template Setup Wizard

Template Setup

Flease identify each of the tests in vour template. Note: ™ indicates a required field.
Apply Name | Apply Units | Apply Bead 1D Increment + 1 |Apply tiry Eeadsl

Apply
Standard / Control

Clear List |
Tests |3

‘ Back ‘ b eyt ‘ \/ Save ‘X Close ‘ @ Help ‘ @ Prirt g Export

Mo | MName* |Umts"|Descripti0n |Elead|d"|l\f1in Beads*
1 |THFa FI 4 100
2 |IL-& MFI 9 100
3|2 MFI 21 100
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